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Patent Screen Results 

Your Fasta Input (protein sequence) : 

>CL001241, SEQ ID N0:2, October 9, 2003 

1 MGFLGTGTWI LVLVLPIQAF PKPGGSQDKS LHNRELSAER PLNEQIAEAE 
51 EDKIKKTYPP DDPDGLHQLD GTPLTAEDIV HKIAARIYEE NDRAVFDKIV 
101 SKLLNLGLIT ESQAHTLEDE VAEVLQKLIS KEANNYEEDP NKPTSWTENQ 
151 AGKIPEKVTP MAAIQDGLAK GENDETVSNT LTLTNGLERR TKTYSEDNFR 
201 DFQYFPNFYA LLKSIDSEKE AKEKETLITI MKTLIDFVKM MVKYGTISPE 
251 EGVSYLENLD EMIALQTKNK LEKNATDNIS KLFPAPSEKS HEETDSTKEE 
301 AAKMEKEYGS LKDSTKDDNS NPGGKTDEPK GKTEAYLEAI RKNIEWLKKH 
351 DKKGNKEDYD LSKMRDFINK QADAYVEKGI LDKEEAEAIK RIYSSL 



FastAlertP Blast Report : 
BLASTP 2.0.14 [ Jun-29-2 000] 

Reference: Altschul, Stephen F., Thomas L. Madden, Alejandro A. Schaffer, 
Jinghui Zhang, Zheng Zhang, Webb Miller, and David J. Lipman (1997) , 
"Gapped BLAST and PSI -BLAST: a new generation of protein database search 
programs", Nucleic Acids Res. 25:3389-3402. 

Query= CL001241, SEQ ID N0:2, October 9, 2003 
(396 letters) 

Database : /work/eda/blast/public/FastAlert_P . fasta 

427,960 sequences; 98,452,735 total letters 
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>CRA| 335001101574920 /dataset=FastAlert_P /length=468 

/altid=Derwent I US2003 181709. 150 /def =30-SEP-2003 

Length = 468 

Score = 668 bits (1706), Expect = 0.0 

Identities = 333/336 (99%), Positives = 334/336 (99%) 

Query: 61 DDPDGLHQLDGTPLTAEDIVHKIAARIYEENDRAVFDKIVSKLLNLGLITESQAHTLEDE 120 

DDPDGLHQLDGTPLTAEDIVHKIAARIYEENDRAVFDKIVSKLLNLGLITESQAHTLEDE 
Sbjct: 133 DDPDGLHQLDGTPLTAEDIVHKIAARIYEENDRAVFDKIVSKLLNLGLITESQAHTLEDE 192 

Query: 121 VAEVLQKLISKEANNYEEDPNKPTSWTENQAGKIPEKVTPMAAIQDGLAKGENDETVSNT 180 

VAEVLQKLISKEAl^mYEEDPNKPTSWTENQAGKIPEKVTPMAAIQDGLAKGENDETVSNT 
Sbjct: 193 VAEVLQKLISKEANNYEEDPNKPTSWTENQAGKIPEKVTPMAAIQDGLAKGENDETVSNT 252 

Query: 181 LTLTNGLERRTKTYSEDNFRDFQYFPNFYALLKSIDSEKEAKEKETLITIMKTLIDFVKM 24 0 

LTLTNGLERRTKTYSEDNF + QYFPNFYALLKSIDSEKEAKEKETLITIMKTLIDFVKM 
Sbjct: 253 LTLTNGLERRTKTYSEDNFEELQYFPNFYALLKSIDSEKEAKEKETLITIMKTLIDFVKM 312 

Query: 241 MVKYGTISPEEGVSYLENLDEMIALQTKNKLEKNATDNISKLFPAPSEKSHEETDSTKEE 300 

MVKYGTISPEEGVSYLENLDEMIALQTKNKLEKNATDNISKLFPAPSEKSHEETDSTKEE 
Sbjct: 313 MVKYGTISPEEGVSYLENLDEMIALQTKNKLEKNATDNISKLFPAPSEKSHEETDSTKEE 372 

Query: 301 AAKMEKEYGSLKDSTKDDNSNPGGKTDEPKGKTEAYLEAIRKNIEWLKKHDKKGNKEDYD 360 

AAKMEKEYGSLKDSTKDDNSNPGGKTDEPKGKTEAYLEAIRKNIEWLKKHDKKGNKEDYD 
Sbjct: 373 AAKMEKEYGSLKDSTKDDNSNPGGKTDEPKGKTEAYLEAIRKNIEWLKKHDKKGNKEDYD 432 

Query: 361 LSKMRDFINKQADAYVEKGILDKEEAEAIKRIYSSL 396 

LSKMRDFINKQADAYVEKGILDKEEAEAIKRIYSSL 
Sbjct: 433 LSKMRDFINKQADAYVEKGILDKEEAEAIKRIYSSL 468 



>CRA| 335001101574920 /dataset=FastAlert_P /length=468 

/altid=Derwent |US2003181708.150 /def =30-SEP-2003 

Length = 468 

Score = 668 bits (1706), Expect = 0.0 

Identities = 333/336 (99%), Positives = 334/336 (99%) 
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Query: 61 DDPDGLHQLDGTPLTAEDIVHKIAARIYEENDRAVFDKIVSKLLNLGLITESQAHTLEDE 12 0 

DDPDGLHQLDGTPLTAEDIVHKIAARIYEENDRAVFDKIVSKLLNLGLITESQAHTLEDE 
Sbjct: 133 DDPDGLHQLDGTPLTAEDIVHKIAARIYEENDRAVFDKIVSKLLNLGLITESQAHTLEDE 192 

Query: 121 VAEVLQKLISKEAmYEEDPNKPTSWTENQAGKIPEKVTPMAAIQDGLAKGENDETVSNT 180 

VAEVLQKLISKEANNYEEDPNKPTSWTENQAGKIPEKVTPMAAIQDGLAKGENDETVSNT 
Sbjct: 193 VAEVLQKLISKEANNYEEDPNKPTSWTENQAGKIPEK\rrPMAAIQDGLAKGENDETVSNT 252 

Query: 181 LTLTNGLERRTKTYSEDNFRDFQYFPNFYALLKSIDSEKEAKEKETLITIMKTLIDFVKM 240 

LTLTNGLERRTKTYSEDNF + QYFPNFYALLKSIDSEKEAKEKETLITIMKTLIDFVKM 
Sbjct: 253 LTLTNGLERRTKTYSEDNFEELQYFPNFYALLKSIDSEKEAKEKETLITIMKTLIDFVKM 312 

Query: 241 MVKYGTISPEEGVSYLENLDEMIALQTKNKLEKNATDNISKLFPAPSEKSHEETDSTKEE 3 00 

MVKYGTISPEEGVSYLENLDEMIALQTKNKLEKNATDNISKLFPAPSEKSHEETDSTKEE 
Sbjct: 313 MVKYGTISPEEGVSYLENLDEMIALQTKNKLEKNATDNISKLFPAPSEKSHEETDSTKEE 372 

Query: 301 AAKMEKEYGSLKDSTKDDNSNPGGKTDEPKGKTEAYLEAIRKNIEWLKKHDKKGNKEDYD 360 

Ty^KMEKEYGSLKDSTKDDNSNPGGKTDEPKGKTEAYLEAIRKNIEWLKKHDKKGNKEDYD 
Sbjct: 373 AAKMEKEYGSLKDSTKDDNSNPGGKTDEPKGKTEAYLEAIRKNIEWLKKHDKKGNKEDYD 432 

Query: 361 LSKMRDFINKQADAYVEKGILDKEEAEAIKRIYSSL 3 96 

LSKMRDFINKQADAYVEKGILDKEEAEAIKRIYSSL 
Sbjct: 433 LSKMRDFINKQADAYVEKGILDKEEAEAIKRIYSSL 468 



>CRA| 335001101574920 /dataset=FastAlert_P /length=468 

/altid=Derwent |US2003181707 . 150 /def =30-SEP-2003 
Length = 4 68 

Score = 668 bits (1706), Expect =0.0 

Identities = 333/336 (99%) , Positives = 334/336 (99%) 

Query: 61 DDPDGLHQLDGTPLTAEDIVHKIAARIYEENDRAVFDKIVSKLLNLGLITESQAHTLEDE 120 

DDPDGLHQLDGTPLTAEDIVHKIAARIYEENDRAVFDKIVSKLLNLGLITESQAHTLEDE 
Sbjct: 133 DDPDGLHQLDGTPLTAEDIVHKIAARIYEENDRAVFDKIVSKLLNLGLITESQAHTLEDE 192 

Query: 121 VAEVLQKLISKEANlSrirEEDPNKPTSWTENQAGKIPEKVTPMAAIQDGLAKGENDETVSN^ 180 

vaevlqkliskeannyeedpnkptswtenqagkipekvtpmaaiqdglakgendetvsnt 

Sbjct: 193 VAEVLQKLISKEANNYEEDPNKPTSWTENQAGKIPEKVTPMAAIQDGLAKGENDETVSNT 252 

Query: 181 LTLTNGLERRTKTYSEDNFRDFQYFPNFYALLKSIDSEKEAKEKETLITIMKTLIDFVKM 240 

LTLTNGLERRTKTYSEDNF + QYFPNFYALLKSIDSEKEAKEKETLITIMKTLIDFVKM 
Sbjct: 253 LTLTNGLERRTKTYSEDNFEELQYFPNFYALLKSIDSEKEAKEKETLITIMKTLIDFVKM 312 

Query: 241 MVKYGTISPEEGVSYLENLDEMIALQTKNKLEKNATDNISKLFPAPSEKSHEETDSTKEE 300 

MVKYGTISPEEGVSYLENLDEMIALQTKNKLEKNATDNISKLFPAPSEKSHEETDSTKEE 
Sbjct: 313 MVKYGTISPEEGVSYLENLDEMIALQTKNKLEKNATDNISKLFPAPSEKSHEETDSTKEE 372 

query: 301 aakmekeygslkdstkddnsnpggktdepkgkteayleairkniewlkkhdkkgnkedyd 360 

aakmekeygslkdstkddnsnpggktdepkgkteayleairkniewlkkhdkkgnkedyd 

Sbjct: 373 AAKMEKEYGSLKDSTKDDNSNPGGKTDEPKGKTEAYLEAIRKNIEWLKKHDKKGNKEDYD 432 

Query: 361 LSKMRDFINKQADAYVEKGILDKEEAEAIKRIYSSL 396 

LSKMRDFINKQADAYVEKGILDKEEAEAIKRIYSSL 
Sbjct: 433 LSKMRDFINKQADAYVEKGILDKEEAEAIKRIYSSL 468 
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>CRA| 335001101574920 /dataset=FastAlert_P /length=468 

/altid=Derwent |US2003181703 . 150 /def =30-SEP-2003 
Length = 468 

Score = 668 bits (1706), Expect = 0.0 

Identities = 333/336 (99%), Positives = 334/336 (99%) 

Query: 61 DDPDGLHQLDGTPLTAEDIVHKIAARIYEENDRAVFDKIVSKLLNLGLITESQAHTLEDE 120 

DDPDGLHQLDGTPLTAEDIVHKIAARIYEENDRAVFDKIVSKLLNLGLITESQAHTLEDE 
Sbjct: 133 DDPDGLHQLDGTPLTAEDIVHKIAARIYEENDRAVFDKIVSKLLNLGLITESQAHTLEDE 192 

Query: 121 VAEVLQKLISKEANNYEEDPNKPTSWTENQAGKIPEKVTPMAAIQDGLAKGENDETVSNT 180 

VAEVLQKLISKEANNYEEDPNKPTSWTENQAGKIPEKVTPMAAIQDGLAKGENDETVSNT 
Sbjct: 193 VAEVLQKLISKEANNYEEDPNKPTSWTENQAGKIPEKVTPMAAIQDGLAKGENDETVSNT 252 

Query: 181 LTLTNGLERRTKTYSEDNFRDFQYFPNFYALLKSIDSEKEAKEKETLITIMKTLIDFVKM 240 

LTLTNGLERRTKTYSEDNF + QYFPNFYALLKSIDSEKEAKEKETLITIMKTLIDFVKM 
Sbjct: 253 LTLTNGLERRTKTYSEDNFEELQYFPNFYALLKSIDSEKEAKEKETLITIMKTLIDFVKM 312 

Query: 241 MVKYGTISPEEGVSYLENLDEMIALQTKNKLEKNATDNISKLFPAPSEKSHEETDSTKEE 300 

MVKYGTISPEEGVSYLENLDEMIALQTKNKLEKNATDNISKLFPAPSEKSHEETDSTKEE 
Sbjct: 313 MVKYGTISPEEGVSYLENLDEMIALQTKNKLEKNATDNISKLFPAPSEKSHEETDSTKEE 372 

Query: 301 AAKMEKEYGSLKDSTKDDNSNPGGKTDEPKGKTEAYLEAIRKNIEWLKKHDKKGNKEDYD 360 

AAKMEKEYGSLKDSTKDDNSNPGGKTDEPKGKTEAYLEAIRKNIEWLKKHDKKGNKEDYD 
Sbjct: 373 AAKMEKEYGSLKDSTKDDNSNPGGKTDEPKGKTEAYLEAIRKNIEWLKKHDKKGNKEDYD 432 

Query: 361 LSKMRDFINKQADAYVEKGILDKEEAEAIKRIYSSL 396 

LSKMRDFINKQADAYVEKGILDKEEAEAIKRIYSSL 
Sbjct: 433 LSKMRDFINKQADAYVEKGILDKEEAEAIKRIYSSL 468 

>CRA| 335001101574920 /dataset=FastAlert_P /length=468 

/altid=Derwent |US2003181702 .150 /def =30-SEP-2003 
Length = 468 

Score = 668 bits (1706), Expect =0.0 

Identities = 333/336 (99%), Positives = 334/336 (99%) 

Query : 61 DDPDGLHQLDGTPLTAEDIVHKIAARIYEENDRAVFDKIVSKLLNLGLITESQAHTLEDE 120 

DDPDGLHQLDGTPLTAEDIVHKIAARIYEENDRAVFDKIVSKLLNLGLITESQAHTLEDE 
Sbjct: 133 DDPDGLHQLDGTPLTAEDIVHKIAARIYEENDRAVFDKIVSKLLNLGLITESQAHTLEDE 192 

Query: 121 VAEVLQKLISKEANNYEEDPNKPTSWTENQAGKIPEKVTPMAAIQDGLAKGENDETVSNT 180 

VAE VLQKL I S KEANNYEED PNKPTS WTENQAGKI PEKVTPMAAI QDGLAKGENDETVSNT 
Sbjct: 193 VAEVLQKLISKEANNYEEDPNKPTSWTENQAGKIPEKVTPMAAIQDGLAKGENDETVSNT 252 

Query: 181 LTLTNGLERRTKTYSEDNFRDFQYFPNFYALLKSIDSEKEAKEKETLITIMKTLIDFVKM 240 

LTLTNGLERRTKTYSEDNF + QYFPNFYALLKSIDSEKEAKEKETLITIMKTLIDFVKM 
Sbjct: 253 LTLTNGLERRTKTYSEDNFEELQYFPNFYALLKSIDSEKEAKEKETLITIMKTLIDFVKM 312 

Query: 241 MVKYGTISPEEGVSYLENLDEMIALQTKNKLEKNATDNISKLFPAPSEKSHEETDSTKEE 300 

MVKYGTISPEEGVSYLENLDEMIALQTKNKLEKNATDNISKLFPAPSEKSHEETDSTKEE 
Sbjct: 313 MVKYGTISPEEGVSYLENLDEMIALQTKNKLEKNATDNISKLFPAPSEKSHEETDSTKEE 372 

Query: 301 AAKMEKEYGSLKDSTKDDNSNPGGKTDEPKGKTEAYLEAIRKNIEWLKKHDKKGNKEDYD 360 
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